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Background 3. SCDS Data Model

Rancho Biosciences has successfully finished the first round of its 3-year Single-Cell Data Study Donor Sample Cell
Science Consortium (SCDC). This pre-competitive effort grew from 4 charter membersto 11
members over the course of 3 years. The deliverables cover more than 800 publications and
1,000 individual datasets, including recent landmark papers (e.g., Siletti et. al, 2022, Tabula
Sapiens Consortium et al. 2022 and Tabula Muris Consortium et al., 2020). The ready-to-use
deliverables include processed expression data and metadata harmonized across datasets at
the study, donor, sample and cell levels. Our dedicated SCDS data integrity pipeline donor disease
combined the best of Rancho accelerators and manual curation by subject matter experts to characteristics
align metadata to attribute-specific relevant public ontologies, including DOID, UBERON, CL,
MeSH, EFO and a custom vocabulary.
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5. QC and Supplemental Information
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« Stringent QC tools and scripts were applied to ensure the highest quality content.
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To assemble a catalog of relevant datasets, we surveyed several repositories, downstream analyses, accelerate reproducible science and

including GEO, SRA, AE, and dbGaP for single cell or single nuclei datasets. Our facilitate joint analysis of public data.
catalog includes over 6,600 publications or datasets published since 2013 and is
annotated for disease, tissue, and assay.
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Data Integrity team members check each dataset selected by consortium members
to ensure they are compatible with the bioinformatics pipeline and have sufficient
metadata to provide downstream value.
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