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Abstract Recent Updates

Due to their enormous potential for advancing drug discovery, there continues to be an
exponential growth in the use of single cell sequencing methods, and a corresponding
iIncrease in datasets in publicly available repositories. While these datasets are freely

available, they come with hidden costs that hinder the ability of companies to exploit 500

With 3 new members joining since November 2023, we've been able to prioritize
] , delivery of even more datasets.
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more quickly and cost effectively. This pre-competitive collaboration is being led by
Rancho BioSciences, with its deep expertise in single cell data curation, processing,
and analysis. To date, SCDS has successfully delivered 417 high-quality datasets with
metadata harmonized to a 6 entity, 112 attribute data model, allowing datasets to be
used in all kinds of downstream analyses.

In 2024

the consortium has grown to nine members,

Datasets are processed from raw sequencing files, include comprehensive metadata
2 . aligned to our extensive transcriptomic data model, and include 3 sources of cell
type annotation. These are provided as analysis ready datasets in various formats

To date SCDS has delivered 48.8M cells
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scale difficult and very time-consuming. Batch correction effects need sources for new datasets annotation.
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prioritizing what are valid use cases where new algorithms could be
applied to provide meaningful insight

Integration

Combining multiple single cell datasets along with multimodal
orthogonal data can provide richer datasets but requires harmonized
metadata and processing methods.
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Integration of Systemic Scleroderma (SS) A A
datasets from Tabib' 21 and Khanna' 22

Datasets show good overlap, indicating integration was successful

Working Together For A Solution Planning For Year 3 And Beyond (SCDS2)
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Rancho has created the environment for member collaboration by providing
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